During characterization by conventional biotyping tests of numerous Brucella melitensis isolates obtained in Israel in the last 2 years, we identified several strains of the biovar 1 serotype that are atypically susceptible to dyes and penicillin. Their coisolation from two brothers in a family that rears sheep and from the milk of one of their sheep and the prevalence of such strains in two distinct geographical zones in Israel provide epidemiological support for the notion that a new variant has been identified.
Brucellosis is a zoonotic disease which affects several species of domestic animals commonly reared by humans for the production of milk, meat, and wool. It is transmitted to the human population by direct contact with materials contaminated with the organism or most commonly by the consumption of unpasteurized milk and milk products originating from infected animals. Because of the complications involved in the diagnosis of the disease, including the difficulties in distinguishing between infected and vaccinated animals by conventional serological tests (1, 6) , bacteriological isolation and identification of the etiological agent are necessary steps in the design of epidemiological and eradication programs (14) .
The current available taxonomy of the genus Brucella (2, 5) is only partially adequate for use in the identification and characterization of new isolates. According to the biotyping scheme, the genus is divided into six species, each characterized by distinct host specificity, oxidative metabolism profile, and sensitivity to specific Brucella bacteriophages. This scheme, however, does not consider the fact that ail the brucellae are closely related by their established high degree of DNA homology (4, 9, 10, 13) and therefore could be regarded as a single species (15, 16) . Usually, a consensus upon a classification scheme implicates that the evolutionary development and phylogenetic development of the genus are understood. The inability of the scientific community to define a classification scheme that will best fit the brucellae on one hand and the occasional identification of new, atypical brucella variants that do not fit into the conventional scheme (3, 8, 12) The isolates discussed in this study are described in Table  1 . Brucellae from animal sources were isolated in our laboratory by conventional methods (2 Recently, we demonstrated that the atypical strains do cause a zoonotic problem, being transferred from infected sheep to humans. In the last year, two brothers in a family rearing sheep for milk and meat production contracted brucellosis. The Brucella isolates obtained from each (88/ 6717 and 89/2979; Table 1 ) were characterized in our laboratory as B. melitensis biovar 1, having susceptibility features similar to those depicted in Table 3 It is interesting to note that variant plasticity among Brucella species always involves the same very few characteristics of susceptibility of the strains to dyes and penicillin. From the molecular point of view, the existence of these traits in Brucella species has recently been shown to correlate with the activity of their outer membrane group 2 proteins as porins (7) . It remains, therefore, intriguing to study whether changes in the Brucella porins have led to the development of the new variant and what their significance is in the evolution of the genus.
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